Representing batch fermentations combining Flux Balance Analysis and dynamic modeling

Fermentation pathways in Klebsiella

N DH;
Biomass
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changes in the pH of the culture triggered the generation of some
product. We illustrate the application of the developed tool to the
mixed fermentation by Klebsiella.
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FBA was performed with the COBRA toolbox (Schellemberger et al., 2011).
The Ecolicore in silico model was modified to incorporate the fermentation
pathways of Klebsiella, the Entner-Doudoroff pathway and the glycerol
assimilation pathway. The Ecolicore originally comprises 95 reactions and 72
metabolites and it is freely available from the web site of the Systems
Biology Research Group from the University of California San Diego. The
numeric integration protocol was modified from Sanchez et al., 2014.
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We developed a computational tool able to perform FBA considering a dynamical change in the
Obijective function according with changes in the concentration of extracellular metabolites. It is
required further refinement of this tool and test it against experimental data.
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